Cry1 Around the Clock

Liver WT

0.6 1 }
T
5 o \
wn
o \
‘8:' 0.2 1
8 LS

W\Q
0.0

-100 -50

Position relative to bait [kb]

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20




Cry1 Around the Clock

Liver WT

0.6

o
I
1

Log10 Signal
o
i

0.0

-100 -50 0 50 100
Position relative to bait [kb]

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20




Log10 Signal

Cry1 Around the Clock

Liver_CrylintronKO

0.6

©
»
1

o
N
1

0.0

~100 -50 0 50 100
Position relative to bait [kb]

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20




Log10 Signal

Cry1 Around the Clock

Liver_CrylintronKO

0.6

©
»
1

o
N
1

N

0.0

0 50 100
Position relative to bait [kb]

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20




Cry1 Around the Clock

Liver WT

0.6

o
I
1

Log10 Signal
o
i

0.0

-100

Cry1 Around the Clock

Position relative to bait [kb]

time

— ZT00 — ZT08 — ZT16

— ZT04

Liver_CrylintronKO

ZT12

ZT20

0.6

©
»
1

Log10 Signal
o
i

0.0

0

Position relative to bait [kb]

time

— ZT00 — ZT08 — ZT16

— ZT04

ZT12

ZT20




Log10 Signal

Cry1 Around the Clock

Liver_WT

0.6

0.4+

0.2+

WS‘/Q

0.0

0.6

0.4+

0.24

0.0

time

0e+00
Position relative to bait

— ZT00 — ZT08 — ZT16

— ZT04 ZT12

ZT20

5e+04

le+05




Log10 Signal

Cry1 Around the Clock

Liver_WT

0.6

0.4+

0.2+

0.0

0.6

0.4+

0.24

0.0

-1e+05 -5e+04 Oe+00
Position relative to bait

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20

5e+04

le+05




Log10 Signal

Fragment range: —29000 to —19000

Liver WT Pval=0.16 Phase=19 Log2FC=0.3

Liver_CrylintronKO Pval=0.037 Phase=16 Log2FC=0.2

0.4+

0.34

0.2+

20
Time [ZT]

o
I
00 -
[any
N
[any
»

genotype — Liver_WT ---- Liver_CrylintronKO




Log10 Signal

Fragment range: —29000 to —19000

0.4+

0.3+

0.2+

0 4 8 12
Time [ZT]

genotype — Liver_WT ---- Liver_CrylintronKO

16

20




Log10 Signal

Fragment range: —29000 to —19000

—-28650.5 -20768.5

0.2+

8 12 16 20 0 4 8

Time [ZT]

genotype — Liver_WT ---- Liver_CrylintronKO

20




Log10 Signal

Fragment range: —29000 to —19000

Liver WT Pval=0.00029 Phase=20 Log2FC=0.33 ver_CrylintronKO Pval=7.7e-08 Phase=15 Log2FC=0.2

0.5

©
i
1

©
w
1

0.2+

4 8 12 16 20 0 4 8 12 16 20
Time [ZT]

genotype — Liver_WT ---- Liver_CrylintronKO



Log10 Signal

Fragment range: —29000 to —19000

0.5+

o
~
f

0.3+

0.2

: : 12 16 20
Time [ZT]

genotype — Liver_WT ---- Liver_CrylintronKO



Fragment range: —29000 to —19000
Best frag:—20768.5 Pval=0.24,Phase=17,Amp=0.11

0354
0.301
©
c
2
)
o
— R
8’ 0.25+4 / Q. NN
0 0’
0.20 X
e
0.15 4
0 4 8 12 16 20
Time [ZT]

genotype — Liver_WT ---- Liver_CrylintronKO




Log2 Fold Change

Liver_WT

0.4+

o
N
1

o
o
1

Liver_CrylintronKO

o
~
1

o
N
1

0.04

-100

-50 0 50
Position relative to bait [kb]

tissue e Liver WT + Liver_CrylintronKO

100




Log2 Fold Change

Liver WT

1.00 ~

0.75+4

0.50

0.25+4

0.00 4

Liver_CrylintronKO

1.00 ~

0.75+4

0.50 1

0.25+4

0.00+

100

-50 0 50
Position relative to bait [kb]

tissue e Liver WT + Liver_CrylintronKO

100




Log2 Fold Change

Liver_WT

0.4+

o
N
1

o
o
1

Liver_CrylintronKO

o
~
1

o
N
1

0.04

-100

-50 0 50
Position relative to bait [kb]

tissue e Liver WT + Liver_CrylintronKO

100




—log10(Pvalue)

Liver WT

Liver_CrylintronKO

Position relative to bait [kb]

tissue -@- Liver WT —- Liver_CrylintronKO

100




—log10(Pvalue)

Liver WT

Liver_CrylintronKO

100

-50 0 50
Position relative to bait [kb]

tissue -@- Liver WT —- Liver_CrylintronKO

100




—log10(Pvalue)

Liver WT

\
Liver_CrylintronKO
T T T

Position relative to bait [kb]

tissue -@- Liver WT —- Liver_CrylintronKO

100




Log2 Fold Change

0.4+

-100

=50

tissue

0
Position relative to bait [kb]

® Liver WT + Liver_CrylintronKO

50

100




1.00 ~

Log2 Fold Change
o
3

0.00 4

~100

-50

tissue

0
Position relative to bait [kb]

e Liver WT + Liver_CrylintronKO

50

100




Log2 Fold Change

0.4+

-100

=50

tissue

0
Position relative to bait [kb]

® Liver WT + Liver_CrylintronKO

50

100




-log10(Pvalue)

-100

Position relative to bait [kb]

tissue -@- Liver WT —}- Liver_CrylintronKO




-log10(Pvalue)

-100

-50 0 50
Position relative to bait [kb]

tissue -@- Liver WT —}- Liver_CrylintronKO

100




-log10(Pvalue)

! R}

. & X
3+ / Vo = g
2 ‘ ‘

I \iy / \ |
17 & I o -,'- \ ," i .
7 R : ) g T
0+ T T i T . .
-100 -50 0 50 100

Position relative to bait [kb]

tissue -@- Liver WT —}- Liver_CrylintronKO




Cry1 Around the Clock

Liver WT

0.6

o
I
1

Log10 Signal
o
i

0.0

Position relative to bait [kb]

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20




Log10 Signal

Cry1 Around the Clock

Liver WT

0.6

o
I
1

o
N
1

0.0

Position relative to bait [kb]

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20




Cry1 Around the Clock

Liver_CrylintronKO

0.6

©
»
1

Log10 Signal
o
i

0.0

Position relative to bait [kb]

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20




Cry1 Around the Clock

Liver_CrylintronKO

0.6

©
»
1

Log10 Signal
o
i

0.0

Position relative to bait [kb]

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20




Cry1 Around the Clock

Liver WT

0.6

o
I
1

Log10 Signal
o
i

0.0

Position relative to bait [kb]

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20

Cry1 Around the Clock

Liver_CrylintronKO

0.6

©
»
1

Log10 Signal
o
i

0.0

Position relative to bait [kb]

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20




Log10 Signal

Cry1 Around the Clock

Liver WT

0.6

0.4+

0.2+

0.0

0.6

0.4+

0.24

Liver_CrylintronKO

\50\
&V‘:&ﬁ@d&%ﬂwﬂ /\VMMM%

0.0

-2e+05 -1e+05 Oe+00 1le+05 2e+05
Position relative to bait

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20




Log10 Signal

Cry1 Around the Clock

Liver_WT

0.6

0.4+

0.2+

0.0

0.6

0.4+

0.24

Liver_CrylintronKO

A\ pras

0.0

-2e+05 -1e+05 Oe+00 1le+05 2e+05
Position relative to bait

. — ZT00 — ZT08 — ZT16
time
— ZT04 ZT12 ZT20




Log10 Signal

Fragment range: —29000 to —19000

Liver WT Pval=0.16 Phase=19 Log2FC=0.3

Liver_CrylintronKO Pval=0.037 Phase=16 Log2FC=0.2

0.4+

0.34

0.2+

20
Time [ZT]

o
I
00 -
[any
N
[any
»

genotype — Liver_WT ---- Liver_CrylintronKO




Log10 Signal

Fragment range: —29000 to —19000

0.4+

0.3+

0.2+

0 4 8 12
Time [ZT]

genotype — Liver_WT ---- Liver_CrylintronKO

16

20




Log10 Signal

Fragment range: —29000 to —19000

—-28650.5 -20768.5

0.2+

8 12 16 20 0 4 8

Time [ZT]

genotype — Liver_WT ---- Liver_CrylintronKO

20




Log10 Signal

Fragment range: —29000 to —19000

Liver WT Pval=0.00029 Phase=20 Log2FC=0.33 ver_CrylintronKO Pval=7.7e-08 Phase=15 Log2FC=0.2

0.5

©
i
1

©
w
1

0.2+

4 8 12 16 20 0 4 8 12 16 20
Time [ZT]

genotype — Liver_WT ---- Liver_CrylintronKO



Log10 Signal

Fragment range: —29000 to —19000

0.5+

o
~
f

0.3+

0.2

: : 12 16 20
Time [ZT]

genotype — Liver_WT ---- Liver_CrylintronKO



Fragment range: —29000 to —19000
Best frag:—20768.5 Pval=0.24,Phase=17,Amp=0.11

0354
0.301
©
c
2
)
o
— R
8’ 0.25+4 / Q. NN
0 0’
0.20 X
e
0.15 4
0 4 8 12 16 20
Time [ZT]

genotype — Liver_WT ---- Liver_CrylintronKO




Log2 Fold Change

Liver_WT

0.4+

o
N
1

o
o
1

Liver_CrylintronKO

o
~
1

o
N
1

0.04

-200

~100 0 100
Position relative to bait [kb]

tissue e Liver WT + Liver_CrylintronKO

200




Log2 Fold Change

Liver WT

1.00 ~

0.75+4

0.50

0.25+4

0.00 4

Liver_CrylintronKO

1.00 ~

0.75+4

0.50 1

0.25+4

0.00+

~200

~100 0 100
Position relative to bait [kb]

tissue e Liver WT + Liver_CrylintronKO

200




Log2 Fold Change

Liver_WT

0.4+

o
N
1

o
o
1

Liver_CrylintronKO

o
~
1

o
N
1

0.04

-200

~100 0 100
Position relative to bait [kb]

tissue e Liver WT + Liver_CrylintronKO

200




—log10(Pvalue)

Liver WT

|
'
|

200

~100

Position relative to bait [kb]

tissue -@- Liver WT —- Liver_CrylintronKO

200




—log10(Pvalue)

Liver WT

Liver_CrylintronKO

~200 ~100 0 100
Position relative to bait [kb]

tissue -@- Liver WT —- Liver_CrylintronKO

200




—log10(Pvalue)

Liver WT

|
'
|

Liver_CrylintronKO

R T S R I

200

~100

Position relative to bait [kb]

tissue -@- Liver WT —- Liver_CrylintronKO

200




Log2 Fold Change

0.4+
0.24 'S
0.0+
—2I00 —1I00 (I) 1(I)0 2(I)0

Position relative to bait [kb]

tissue e Liver WT + Liver_CrylintronKO




1.00 ~

Log2 Fold Change
o
3

0.00 4

~200

~100

tissue

0
Position relative to bait [kb]

e Liver WT + Liver_CrylintronKO

100

200




Log2 Fold Change

0.4+
0.24 'S
0.0+
—2I00 —1I00 (I) 1(I)0 2(I)0

Position relative to bait [kb]

tissue e Liver WT + Liver_CrylintronKO




-log10(Pvalue)

3 ’ ' !'.:‘:
21 ’ el
ht’ \ |
- o o]
11 ' ' : \ gl = !
Ve ] : |
0+ ! , . ( i
-200 -100 0 100 200

Position relative to bait [kb]

tissue -@- Liver WT —}- Liver_CrylintronKO




-log10(Pvalue)

-200

~100 0 100
Position relative to bait [kb]

tissue -@- Liver WT —}- Liver_CrylintronKO

200




-log10(Pvalue)

~100 0 100 200
Position relative to bait [kb]

tissue -@- Liver WT —}- Liver_CrylintronKO




